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Abgract : The genetic diversity and Phylogeny evolution of 232 individual s of 5 indigenous sheep
populationsin Southwest China was analyzed with PCR- SSCP technology and mtDNA D-loop se-
quenced. The five indigenous populations included Tengchong, Zhaotong, and Ninglang sheep
from Yunnan and Duoma and Jiangzi sheep from Tibet. PCR-SSCP analyses revealed that three
hyplotypes A , B, and C of mitochondrial Cyt band ND2 genes were detected in Duoma and Jiang-
zi sheep from Tibet and the rate of hyplotypes Cis higher than that of B ;whereasonly hyplotypes
A and B found in Tengchong, Zhaotong, and Ninglang sheep from Yunnan. mtDNA D-loop se-
guences of 39 individual s chosen from the five according to different hyplotypes were sequenced.
Phylogenetic analyssindicated that three mtDNA lineages A , B, and C were found in Tibetan
sheep and only lineages A and B in Yunnan sheep. These resultsfrom PCR-SSCP and D-loop se-
quences consi stently indicated that Tibet sheep derived from three maternal origins, While Yun-
nan sheep derived from two maternal origins. Polymorphism analyses showed that values of nu-
cleotide diversity and average number of nucleotide differencesin Tibetan sheep were higher than
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those of Yunnan sheep. This suggested that the level of genetic diversty in Tibetan sheep is

higher than that in Yunnan sheep.
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