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The Application of Bioinformatics on Livestock and Poultry Genomics Sudy
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Abgtract : Bioinformatics is an importand component of the whole life science ,has become the advanced research domain of

life science. This paper mainly discussfrom the following aspects:livestock and poultry genomics livestock and poultry bioinfor-

matics and its application on livestock and poultry genome study and al so propect ist foreground.
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