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Sudy on Genetic Diversity of Six Domestic
Concernful Goose Breeds in China
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(1. Poultry Inditute, Chinese Academy of Agriculture Science, Yangzhou 225003, China;
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Abstract : By usng microsatellite markers, the genetic diversity of 6 domestic concernful Chinese goose
breedsi.e. Schuan white, Shitou, Huo, Yan, Yili, and Wanxi white is reported in thispaper. The
results show that the mean heterozygosty isthe highest in Schuan white (0. 6415) , the lowest in Yan
(0.5010) , all higher than 0.5 in other breeds, which reflects the rich diversity. Theorder of the het-
erozygosty isamost condstent with that of the polymorphism information content (PIC). The Dsge
netic distances suggest the longer differentiation. The UPGMA tree is obtained through andyss of
Ne’ s standard genetic distance (Ds). Inthe tree, Yan and Wanxi white are grouped together , Huo ,
Yili, Shitou and Schuan white have their own branch repectively. UPGMA tree well reflect ther
breeding historiesand distributions. Those results can be used to the foundation to reaonable conserva
tion and development of those rare indigenous goose breeds.
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Primer Premier 5.0

19 :
CKW12, CKW13, CKW14,
CKW19, CKWwW20, CKW21,

CKW10, CKWwI11,
CKW15, CKWI18,

CKW22, CKW41, CKW42, CKW43, CKW44,
CKW45, CKW46 , CKW47 , CKWA48 , Genr
Bank TTUCGL,
TTUCR , TTUCH ,TTUCGS,

8 :ADL 166 ,

ADL 210 ,MCW4 ,M CWO0014 ,M CW0264 ,MCW104 ,
MCWO008S5 ,L EI0094

1
1 31

Table 1 Theinformation of 31 pairsof microsatdlite primers

5 -3) Gen bank
;g;yosn Primer squence gq?e?oe Armn
CKW10 Eimﬁ‘gﬁ% (A)1s AY720923
CKW1L Eimmm ()16 AY720924
ckwi2 Eggé‘;mg (A)2s AY720925
cKw13 Eiﬁéﬁg‘ggﬂ%ﬁ (AMAQ)s  AY720026
CKW14 Eﬁ%m (CCT)s AY720927
CKW15 E?ﬂg&ffg&ﬁg (AGs AY720926
CKw18 E@gg‘m%ﬁg (CAAAA),  AY720029
CKW19 Eﬁg‘ﬁc&aﬁﬁgﬁt (GAAA)s  AY720930
CKW20 E?;fﬁgﬁfg?&%ﬁg (TO 1o AY720931
kw21 E%@@%&%g (TTA)io  AY722649
CKW22 Emg%@gw (A)1a AY722650
CcKwaL E%&iﬁgﬁgﬁﬁg (TA) 33 AY787855
CcKw42 Egéag%ggﬁgég (TA)s AY787856
CcKw43 Emﬁﬁ (CA) 12 AY790340
CKWA4 Eﬁ&ﬁ;ﬁgﬁfﬁ?@g (CAA); AY790332
CKW45 Ei%mg (TA) 13 AY790333
CKW46 E@%gﬁ;ﬁm (CA) s AY790334
cKw47 Eﬁi;%ﬁ?ﬁéﬁiﬁ (Mse(TQ7  AY790335
CKw4s Eg%%ﬁﬁtcﬁfa (AAAAAG,  AY790336
TTUCGL Ei%ﬂfma (CA) 13 U66089
TTUC® E%g{;ﬁm (6N 1 U66090
TTUCGH Eg?;gggg%ﬁ (G710 U66092
TTUCG [ dddtttecaieog (TCTAT)s U66093
ADL166 Em%tmag% (T91s 1588
ADL210 Eé%ﬂ?&%ﬁa (CA) 14 D1630
Mows  gottacacactgeageta (CA) 27 L 40038

R :aeaccagecatgogtocagatiag
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1: 0. 8007,
5-3) Gen bank
Locus Repeat ; 2 6
; ) Accesdon
acesson Primer sequence SEquence number Table 1  Genetic parameters of
. 6 domestic concernful geese breeds
F: aasatattggctctaggaactgte
MCW0014 CA L4004
Cwoo R accggeet geaggtangectag (CA) 10 0040
F:gtgcagttatatgeagtctctc Cenetic  Schuan  Shitou  Hw  Yan  Yili Wanxi
MCWOOBS . aqtatacagagettctgeaeca SUE 4426 parameter  white white
F:caggatgctottatoctteea PIC  0.3681 0.3574 0.3233 0.3097 0.3531 0.3583
L EI0094 ) (GT) 14 L 43644
R: cacagtqcagagtggtocsa H  0.6415 0.5534 0.5994 0.5010 0.5639 0.6056
F :agactgagtcacactcgtaag
MCW0264 R citactttt - (CA) 19 (32032 X \ 9
F:tagcacaactcaagct
MO0 e (6N 43640 Table 2 Standard genetic distance of
6 domestic concernful geese breeds
1.3.2 PCR i ,
Breeds Schuan  Shitou  Huwo Yan Yili
PCR 25U L : DNA 50 ng,10 white .
x buffer 2.54L ,dNTPs 0.2 mmol/L , 5 Sitou  0.8007
pmol/L ,Mg?* 2.0 mmol/L , Tag DNA 2U Hwo  0.7466 0.4439
] o Yan 0.4830 0.5366 0.4302
195 4 min;94 505,48 Yili  0.6676 0.4490 0.4700 0.3943
64 50,72 1min,30 35 ; Wanxi white 0.5189 0.4150 0.3471 0.2909 0.4465
72 5min 95 5min
8 % )
’ 2.3
' 1 ,UPGMA 6
Tag DNA dNTPs
, pBR322 DNA/ Mg Markers
1.4 _ '
' , Ds ,
(Polymorplism Information Content , B ®
BEPE RS
PIO YRERRS
Hetero sty ,H Nei FELRS
( zygosty ,H) - ik
(D9 VIS ]
PHYLIP 3.5 Ds 0.05
(UPGMA) 16 UPGMA
FHg1 Dendrogram of relationships among 6 domestic
2 concernful breeds usng UPGMA method of clustering
2.1 3
2 ’
. 3.1
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